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Abstract. A number of human and animal diseases can be caused by viruses, which are transmitted by arthropods (e.g. arthropod-
borne virus). These arthropod vectors show a growing importance in many European countries, including Romania. Globalization 
and climate change creates favorable conditions for several exotic pathogens to enlarge their original ranges toward temperate 
regions. Our research aim is to reveal mosquito species which could be potential vectors of mosquito-borne viruses (e.g. mobovirus). 
In this study, we are focusing on different wet ecosystems in a metropolis with important human concentration, such as Cluj-
Napoca. Using a standard collection method (gravid traps), we performed a longitudinal survey to identify and describe mosquito 
communities as well as to detect moboviruses occurring in the area.  During our work, molecular tools were used, such as pan-PCR 
and cell cultures. A total number of 728 Culicidae individuals were collected, belonging to 14 different species. We found 11 vector 
species, which are potential transmitters of mobovirus. Nine species are reported for the first time around Cluj-Napoca, based on 
our results. Coquiuettidia richiardii is reported here for the first time from Transylvania. The high number of Culicidae species 
identified in the area of Cluj Napoca is likely to be the result of the presence of a large variety of suitable habitats. Despite the high 
number of specimens collected, all samples were negative to arboviruses, thus the Culicidae fauna of the area show a low 
significance in medical importance.  
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Introduction 
 
Estimation of arthropod diversity around human settlements 
has been becoming one of the major issues of medical ento-
mology as numerous human and animal diseases caused by 
viruses are transmitted by such animals and their early de-
tection are of growing importance in many European coun-
tries, including Romania. For example mosquito (Culicidae) 
species are also able to inoculate a series of other pathogens 
(namely, mosquito-borne viruses the shorthand mobovi-
ruses) during blood feeding on an infected donor and to de-
liver to a recipient host, including humans (Hubálek 2008). 
In Europe, a series of recent works identified repetitive pres-
ence of some moboviruses responsible for severe diseases in 
animals and humans which were once characteristics of the 
tropical areas, such as West Nile virus, Sindbis virus, Usutu 
virus, Ťahyňa virus and Batai virus (Hubálek 2008, Jöst el al. 
2010, Sebesta et al. 2010, Jöst el al. 2011, Allering el al. 2012, 
Becker et al. 2012, Roiz et al. 2012). In Romania, the presence 
of some moboviruses, for instance West Nile Virus (Tsai et 
al. 1998, Reiter & Ceianu 2015) as well as Sindbis Virus (Prio-
teasa 2011), have been also detected. A number of human in-
fections with West Nile Virus (Tsai et al. 1998, Reiter & 
Ceianu 2015) have been detected from this area, mostly 
around big cities with important human concentrations, like 
București (Nicolescu 1998), Târgu-Mureș and Cluj-Napoca 
(Ungureanu et al. 1999). A human infection with West Nile 
Virus (WNV) was reported in Romania in 1950 for the first 
time, and additionally in 1955 in central Transylvania. Adri-
ana Neghina and Raul Neghina detected two human cases in 
Cluj-Napoca by 2011. Similarly, the ECDC Annual epidemi-
ological report (http://ecdc.europa.eu/en/healthtopics/ 

west_nile_fever/West-Nile-fever-maps/pages/index.aspx) 
also reported an additionally new West Nile human infec-
tion case from Romania in 2014 and 2016. West Nile Virus 
infected wild birds observed around Cluj-Napoca (Paştiu et 
al. 2016). However, WNV infected mosquitoes are reported 
only from București (Dinu et al. 2015). These results suggest 
that Culex pipiens and Cx. modestus are the most important 
WNV vectors in Romania (Nicolescu 1998) as well as in 
other parts of Europe, along with a number of other species 
such as Anopheles maculipennis s.l., An. claviger, Aedes cinereus, 
Ae. vexans, Coquillettidia richiardii, Cx. territans, Culiseta 
alaskaensis, Cu. annulata, Ochlerotatus annulipes, Oc. cantans, 
Oc. caspius, Oc. Cataphylla and Oc. punctor (Savage et al. 1999, 
Balenghien et al. 2008, Sambri et al. 2013, Dinu et al 2015). In 
Romania, there are a number of 58 Culicidae species de-
scribed so far, based mostly on morphological characters 
(Nicolescu 1994, Nicolescu et al. 2002, Nicolescu et al. 2003a, 
Nicolescu et al. 2003b, Nicolescu et al. 2003c, Nicolescu et al. 
2007, Török et al. 2016). Previous data have shown the im-
portance of these species as vectors of moboviruses in our 
country, and a number of 18 species were already detected 
as vectors for important pathogens (Purcarea-Ciulacu 2008, 
Prioteasa 2011).  

Longitudinal monitoring studies on mosquito popula-
tions will help us understand certain aspects of the ecology 
of moboviruses and their genetic and phylogenetic charac-
terization in this biogeographically important area, like the 
Carpathian region. Cluj-Napoca is located in the hilly region 
of the Carpathians along the drainage basin of Someşul Mic 
River. In this area, many important natural or semi natural 
and artificial wet ecosystems occur, which were never moni-
tored in the case of Culicidae. The importance of such inves-
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tigations is highlighted also by some previous WNV occur-
rence data such as human and bird pathogen from the area 
(Neghina & Neghina 2011, Paştiu et al. 2016). 

The present research aims to identify mosquito species  
and their vector borne viruses in different natural and artifi-
cial ecosystems in Cluj-Napoca and its surrounding in re-
spect to their role as vectors of some important moboviruses.  
 
 
Material and methods 
 
In our present study, we applied a survey to detect Culicidae com-
munities from different ecosystems in Cluj-Napoca, in 2015. Mosqui-
toes were sampled from May to September, from 7 study sites from 
different wet or humid ecosystems, as follows (Fig. 1.): 

1. The Someșul Mic riverside near “Eastern Hills of Cluj” hay-
fields, GPS coordinates 46°47'22.74"N, 23°36'1.47"E (Fig. 2, 1.) 

2. Riparian vegetation along a secondary channel of Someșul 
Mic river near "Eastern Hills of Cluj "hayfields, GPS coordi-
nates(46°48'2.80"N, 23°36'24.38"E) (Fig. 2, 2.) 

3. “Lacul 3” urban lake, GPS coordinates (46°46'28.85"N, 
23°37'48.58"E) (Fig. 2, 3.) 

4. Fishing lake, GPS coordinates (46°46'40.34"N, 23°38'44.34"E) 
(Fig. 2, 4.) 

5. Water Treatment Station in center of Cluj Napoca, GPS coor-
dinates 46°45'53.05"N, 23°33'4.56"E (Fig. 2, 5.) 

6. Botanical Garden, GPS coordinates 46°45'41.49"N, 
23°35'10.93"E (Fig. 2, 6.) 

7. Forest habitat in “Făgetul Clujului – Valea Morii, GPS coordi-
nates 46°45'25.44"N , 23°33'52.94"E (Fig. 2, 7.) 

Handmade Gravid Traps (GT) were used, following the stan-
dard protocols (Scott et al. 2001, Williams & Gingrich 2007). The GT 
traps are designed to catch mostly gravid female mosquitoes, during 
their search for ovipositioning sites. The traps were equipped with a 
dark colored open-topped container filled with a water-based infu-
sion. Above the water surface, a fan was fixed in order to produce an 
upward air circulation. 4 D/Mono batteries with 1.5 V were used as 
power supply. Gravid females attracted by the decaying material 
placed in the infusion and open water surface were sucked in the net 
and collected regularly (Fig. 2.). The GT were used for 17 weeks and 
the mosquitoes were collected weekly and preserved at -20 Cº for 
later identification. 

Culicidae material was identified at the Hungarian Department 
of Biology and Geology, (Babeş-Bolyai University, Cluj-Napoca) 
based on morphological characteristics using identification keys 
(Becker et al. 2010, Kenyeres & Tóth, 2008) as well as an identifica-
tion program software (Schaffner et al. 2001). Specimens were exam-
ined with an Olympus SZ50 microscope, and during specimen iden-
tification ice was used as substrate. The identification of the potential 
viruses was performed in the laboratories of the Arbovirology 
Group, Bernhard Nocht Institute for Tropical Medicine (BNITM) in 
Hamburg.  

Mosquitoes were placed in sterile 2 ml reaction tubes and 1.5 ml 
of cell culture medium (high-glucose Dulbecco’s modified Eagle’s 
medium [Sigma-Aldrich, St. Louis, MO] with 10 % heat-inactivated 
fetal bovine serum, 100 U/ml penicillin, 100 μg/ml streptomycin, 
and 2.5 μg/ml amphotericin B) and 0.75 µl Ziconia beads (Biospec; 
2.0 mm beads) were added for homogenization in a TissueLyser 
(Qiagen, Hilden, Germany) for 2 min minutes at 50 oscillation/s. The 
suspensions were clarified by centrifugation (5,000 g for 1 min), and 
the supernatant was used for DNA extraction with the RTP Patho-
gen Kit (Stratec Biomedical AG, Birkenfeld, Germany) according to 
the manufacturer’s instructions. After extraction, PCR was used and 
reaction was performed with the HotStartTaq Plus Master Mix Kit 
(Qiagen, Hilden, Germany) according to the manufacturer’s protocol 
(Török et al. 2016). The classical pan-PCR method was applied to de-
tect members of families or genera of moboviruses (Flaviviridae, Or-
thobunyaviridae, Alphavirus, Rhabdoviridae and Phebovirus).  

 
 

Figure 1. Collecting sites in Cluj-Napoca. 
 
 

 
 

Figure 2. Collecting habitats and Gravid traps in Cluj-Napoca. 
 
 
Another mobovirus identification tool was infection of mosquito 

Aedes albopictus clone cell cultures with viruses. The cell cultures 
used were Ae. albopictus cell-line C6/36 (Aag II, U 4.4 cell) (Igarashi 
1978, Condreay & Brown 1986, Mizutani et al. 2003, Sivaram et al. 
2010) with an impaired RNAi pathway. After infection we incubated 
mosquito cell cultures, and after the multiplication of viral genome 
we amplified and sequenced using adequate protocols. After the in-
farction we added 200 ml Schneider’s Drosophila Medium in every 
third day on the cell cultures and incubated two weeks in 28 ºC tem-
peratures (Igarashi 1978). After 2 weeks, cells were analyzed with the 
microscope and check in the cytopathic effects (CPE). In case we 
found CPE we repeated the extraction and panPCR analyses. 

Viral sequences were compared with existing viral genome, ex-
tracted from the GenBank database checking for mutations in the 
nucleotide and amino acid sequences. 
 
 
Results and Discussion 
 
During the present study, we collected 728 specimens be-
longing to 14 different mosquito species (Table 1). The ma-
jority of the mosquito materials were collected at six differ- 
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Table 1. Culicidae species identified in the present study, with numbers of individuals, sites and months. 
 

Culicidae species Number of specimens  
female/male 

Collecting  
site 

Collecting months  
2015 

Anopheles (Anopheles) claviger (Meigen, 1804) 16f 3 September 

Anopheles (Anopheles) maculipennis complex Meigen, 1818 157f,2m 2, 7 July, August 
Culex (Culex) pipiens Linnaeus, 1758 164f/154m 1, 2, 3, 4, 5, 6, 7 May, June, July, August, September 

Culex (Culex) territans Walker, 1856 75f 1, 3, 4, 6 June, July 
Culiseta (Culiseta) alaskaensis (Ludlow, 1906) 11f 4 September  

Culiseta (Culiseta) annulata (Schrank, 1776) 11f,3m 4 July, August, September 

Aedes (Aedes) cinereus Meigen 1818 10f 4 September 
Aedes (Aedes) vexans (Meigen, 1830) 13f 4 June 

Aedes (Ochlerotatus) annulipes (Meigen 1830) 3f,2m 3 August 

Aedes (Ochlerotatus) cantans (Meigen, 1818) 3f, 3m 7, 4 June 
Aedes (Ochlerotatus) caspius (Pallas, 1771) 9f 7 September 

Aedes (Ochlerotatus) cataphylla (Dyar, 1916) 5f 3, 4 September 

Aedes (Ochlerotatus) punctor (Kirby 1837) 32f, 5m 7 June 
Coquiuettidia (Coquillettidia) richiardii (Ficalbi, 1889) 48f,2m 1, 3, 4 July, August, September 

 
 

ent collection sites. The highest amount was collected in the 
Botanical Garden (number 6) (165 specimens) and in forest 
habitats (no. 7) (155 specimens). In the perimeter of the Wa-
ter Treatment Station site we were not able to detect any Cu-
licidae species, probably due to the periodical control of 
mosquitoes in the area. The total number of 728 Culicidae 
individuals collected by us are important in respect to the 
short period of our investigation, limited mostly to summer 
time (from June to September) and resulting in a number of 
14 Culicidae species, which represents 46.66% of species 
identified from Transylvania. This is a relatively high num-
ber compared to recent report of Nicolescu et al. (2002, 2003), 
who identified 30 Culicidae species in Transylvania. Co-
quiuettidia richiardii is here reported for the first time from 
Transylvania. Another eight species are collected first time 
in and around Cluj-Napoca: An. claviger, Cu. alaskaensis, Cu. 
annulata, Ae. cinereus, Oc. annulipes, Oc. cantans, Oc. cataphylla 
and Oc. punctor.  

Coquiuettidia richiardii is an abundant species in lakes but 
also occurring in surroundings of fresh waters, old river 
beds and estuaries. Larvae have long development time (up 
to 10 months) and require the presence of bulrush species 
(Tóth 2004). Females, which are abundant and severe nui-
sance to humans and domestic animals, have frequently 
been reported (Becker et al. 2010).  

An. claviger was found in cool water in shaded areas, as 
they are known to require fresh and clean water. The larvae 
are often found along with Oc. punctor. The larvae occur 
among the aquatic vegetation on the margins of small well in 
mountain streams. The imagoes do not appear 100 m away 
from breeding sites. These mosquitoes are important malaria 
vectors in Near East and Central Asia (Becker et al. 2010).  

Culiseta alaskaensis is a typical forest species, adapted to 
cold, rich after snow-melt. The females leave their winter 
habitats usually earlier than other vertebrate feeding mos-
quito species. Culiseta alaskaensis is a well-researched species 
in the tundra zone (Becker et al. 2010). 

Culiseta annulata hibernate in cellars, attics of dwellings 
or in sheds of domestic animals. In these habitats they can be 
extremely numerous during wintertime, when the hiberna-
tion is interrupted by rising temperatures or humidity. Win-
ter habitats can also be found far away from human settle-

ments in tree cavities, stacks of wood, or in other natural 
shelters (Becker et al. 2010). 

Aedes cinereus larvae prefer forest habitats, while the 
imagoes tend to occur in different habitats, such as breeding 
sites with long migration range. These species are occurring 
in masses (Tóth 2004). 

Ochlerotatus annulipes like sunshine, breed in open 
meadow pools at forest edges and inside deciduous forests, 
preferably in semi-permanent pools with leaf detritus, where 
they are often found together with larvae of Oc. cantans 
(Tóth 2004). 

Oc. cantans is a forest species and has a long life. Flying 
period is from early spring until the end of summer. The 
daily biting cycle of this species on humans seems to be bi-
modal with peaks during dawn and dusk (Tóth 2004). 

Oc. cataphylla is present in forest ecosystems, living in 
hills and mountain regions. Oc. cataphylla is an all-day active 
species (Tóth 2004). 

Oc. punctor is a snow-melt mosquito, which has a prefer-
ence for swampy forests with boggy waters. This species is a 
Holarctic species complex, which is present in Europe with 
three species, Oc. hexodontus, Oc. punctodes and Oc. punctor. 
Oc. punctor can be qualified as a cold stenotherm, all-day ac-
tive species (Becker et al. 2010). 

The high number of Culicidae species identified in the 
area of Cluj-Napoca is probably due to the presence of the 
high variety of suitable habitats, mostly wet habitats with 
important organic supply. Biological knowledge of the 14 
collected mosquito species is summarized in Table 2.  

Among the different Culicidae species identified in this 
study, 11 species (Aedes vexans, Anopheles claviger, An. macu-
lipennis complex, Culex pipiens, Cx. territans, Culiseta annulata, 
Ochlerotatus annulipes, Oc. cantans, Oc. caspius, Oc. punctor, 
Coquiuettidia richiardii) are known to be potential vectors for 
a series of mosquito-borne viruses [(e,g, Sindbis Virus (Toga-
viridae), West Nile Virus, Usutu Virus (Flaviviridae), Tahyna 
Virus (Banyaviridae)] (Hubálek 2008, Rossati et al. 2015). Dur-
ing the present study, we were not able to detect any of the 
viruses mentioned above, having no positive results apply-
ing pan-PCR. Despite the fact that we were not able to iden-
tify viruses in the collected mosquito material, we inoculated 
the homogenized samples on C6/36 Ae. albopictus cell cul- 
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tures. After two weeks of incubation time, we analyzed and 
found evidences of cytopathogenic effects (CPE) in 16 sam-
ples from which we extracted and analyzed genetic material 
again with pan-PCR. The results showed the presence of 
non-specific mosquito viruses. 

During our work, we were not able to identify any 
moboviruses in the collected Culicidae material from Cluj-
Napoca area, despite the presence of some suitable habitats 
hosting large and diverse mosquito communities from here. 
There are a high number of important suitable wet habitats 
in Cluj Napoca and its surroundings (lake ecosystems, the 
presence of the Somes River, forested boggy area), therefore 
the lack or the very low level of virus infection of the studied 
Culicidae community could be associated with the lack of 
possible hosts, like migratory birds or present only acciden-
tally or unevenly. 

However, a high number of Culicidae species  (11 out of 
14) identified by us in the Cluj-Napoca area represent high 
potential risk for virus transmission, as they are already 
involved in virus transmission mechanisms in many other 
countries. The results of the mobovirus analysis were 
negative in the city, which suggests that the mosquito fauna 
from the area is not infected yet by any moboviruses. The 
present survey should serve as an early warning system for 
public health, particularly presenting a great interest in 
epidemiology by detecting possible new pathogens in the 
future and estimate their frequency in mosquitoes and 
implications in human wellbeing. 

 
 
 

Aknowledgements. We would like to thank Jonas Schmidt-Chanasit 
and their Arbovirology group members Stephanie Jansen and Daniel 
Cadar Bernhard for helping us identify arboviruses in Nocht 
Institute for Tropical Medicine (Hamburg, Germany). Thanks to 
Ciprian Girbea and Cintia Horváth for collecting materials. Also, 
thanks to Tamara Szentiványi for the linguistic revision and the 
comments and advice of anonymous reviewers and the help of the 
editor. This research was supported by a grant of the Ministry of 
National Education, CNCS-UEFISCDI, PN-II-ID-2012-4-0595 and the 
German Federal Ministry of Food and Agriculture (BMEL) through 
the Federal Office for Agriculture and Food (BLE) with the grant 
number 2819104315. Török E. attended EurNegVec 2015 Short Term 
Scientific Missions (STSM) program.  
 
 
 
References 
 
Allering, L., Jöst, H., Emmerich, P. (2012): Detection of Usutu virus infection in 

a healthy blood donor from south-west Germany, 2012. Eurosurveillance 
European Communicable Disease Bulletin 17(50): 5–7.  

Bakonyi, T., Erdélyi, K., Ursu, K., Ferenczi, E., Csörgo, T., Lussy, H., Nowotny, 
N. (2007): Emergence of Usutu virus in Hungary. Journal of Clinical 
Microbiology 45(12): 3870–4. 

Balenghien, T., Vazeille, M., Grandadam, M., Schaffner, F., Zeller, H., Reiter, P., 
Sabatier, P., Fouque, F., Bicout, D.J. (2008): Vector competence of some 
French Culex and Aedes mosquitoes for West Nile virus. Vector-Borne and 
Zoonotic Diseases 8: 589–96. 

Becker, N., Jöst, H., Ziegler, U., Eiden, M., Höper, D., Emmerich, P., Schmidt-
Chanasit, J. (2012): Epizootic emergence of Usutu virus in wild and captive 
birds in Germany. PloS One 7(2): e32604. 

Becker, N., Petric, D., Zgomba, M., Boase, C., Madon, M., Dahl, C., Kaiser, A. 
(2010): Mosquitoes and Their Control. 2nd Edition. Springer, New-York. 

Condreay, L.D., Brown, D.T. (1986): Exclusion of superinfecting homologous 
virus by Sindbis virus infected Aedes albopictus (mosquito) cells. Journal of 
virology 58: 81–86. 

Dinu, S., Cotar, A., Pănculescu-Gătej, I., Fălcuţă, E., Prioteasa, F., Sîrbu, A., 
Oprişan, G., Bădescu, D., Reiter, P., Ceianu, C. (2015): West Nile virus 
circulation in south-eastern Romania, 2011 to 2013. Eurosurveillance 20: 
21130. 

Hubálek, Z. (2008): Mosquito-borne viruses in Europe. Parasitology Research 
103(1): 29–43.  

Igarashi, A. (1978): Isolation of a Singh's Aedes albopictus cell clone sensitive to 
dengue and chikungunya viruses. Journal of General Virology 40(3): 531-
544. 

Jöst, H., Bialonski, A., Schmetz, C., Günther, S., Becker, N., Schmidt-Chanasit, J. 
(2011): Isolation and phylogenetic analysis of Batai virus, Germany. The 
American Journal of Tropical Medicine and Hygiene 84(2): 241–243. 

Jöst, H., Bialonski, A., Storch, V., Günther, S., Becker, N., Schmidt-Chanasit, J. 
(2010): Isolation and phylogenetic analysis of Sindbis viruses from 
mosquitoes in Germany. Journal of Clinical Microbiology 48(5): 1900–1903. 

Kenyeres, Z., Tóth, S. (2008): Identification keys to Mosquitoes II. (Imagos). 
Pannónia Központ Szakértői és Tanácsadói Koordinációs Kft., Keszthely. 

Mizutani, T., Kobayashi, M., Eshita, Y., Shirato, K., Kimura, T., Ako, Y., 
Miyoshi, H., Takasaki, T., Kurane, I., Kariwa, H. (2003): Involvement of the 
JNK-like protein of the Aedes albopictus mosquito cell line, C6/36, in 
phagocytosis, endocytosis and infection of West Nile virus. Insect Molecular 
Biology 12: 491–499. 

Neghina, A. M., Neghina, R. (2011): Reemergence of human infections with 
West Nile virus in Romania, 2010: an epidemiological study and brief review 
of the past situation. Vector-Borne and Zoonotic Diseases 11(9): 1289-1292. 

Nicolescu G., Vladimirescu, A.L., Ciolpan O. (2002): The distribution of 
mosquitoes in Romania (Diptera: Culicidae). Part I: Anopheles, Aedes and 
Culex. European Mosquito Bulletin 13: 17-26. 

Nicolescu, G. (1994): The mosquitoes (Diptera: Culicidae) from Romania: an 
annotated checklist and bibliography. Romanian archives of microbiology 
and immunology 54(1-2): 75-109. 

Nicolescu, G. (1998): A General characterization of the mosquito fauna (Diptera: 
Culicidae) in the epidemic area for West Nile virus in the South of Romania. 
European Mosquito Bulletin 2:13–18. 

Nicolescu, G., Linton, Y.-M., Vladimirescu, A., Howard, T.M., Harbach, R.E. 
(2007): Mosquitoes of the Anopheles maculipennis group (Diptera: Culicidae) 
in Romania, with the discovery and formal recognition of a new species 
based on molecular and morphological evidence. Bulletin of Entomological 
Research 94 (06): 525-535. 

Nicolescu, G., Vladimirescu, A.L., Ciolpan, O. (2003a): The distribution of 
mosquitoes in Romania (Diptera:Culicidae). Part II: Culiseta, Coquillettidia, 
Ochlerotatus, Orthopodomya and Uranotaenia. European Mosquito Bulletin 14: 
1-15. 

Nicolescu, G., Vladimirescu, A.L., Ciolpan, O. (2003b): The distribution of 
mosquitoes in Romania (Diptera:Culicidae). Part III: Detailed maps for 
Anopheles, Aedes and Culex. European Mosquito Bulletin 14: 25-31. 

Nicolescu, G., Vladimirescu, A.L., Ciolpan, O. (2003c): Thedistribution of 
mosquitoes in Romania (Diptera:Culicidae). Part IV: Detailed maps for 
Coquillettidia, Culiseta, Ochlerotatus, Orthopodomyia and Uranotaenia. European 
Mosquito Bulletin 15: 16-27. 

Paştiu, A. I., Pap, P. L., Vágási, C. I., Niculae, M., Páll, E., Domşa, C., Spînu, M. 
(2016): Wild Birds in Romania Are More Exposed to West Nile Virus Than to 
Newcastle Disease Virus.Vector-Borne and Zoonotic Diseases 16(3): 176-180. 

Prioteasa, F.L. (2011): Evaluarea potenţialului vectorial al speciilor de culicidae 
(diptera- insecta) din Delta Dunării, pentru virusul West-Nile (flaviviridae). 
PhD tesis, Faculty of Biology, University of Bucharest. 

Purcarea-Ciulacu, V. (2008): Virusul West Nile in Romania. Editura Ars 
Docendi, Bucureşti. 

Reiter, P., Ceianu, C. (2015): West Nile virus circulation in south-eastern 
Romania, 2011 to 2013. Eurosurveillance 20(20): 21130. 

Roiz, D., Vazquez, A., Rosà, R., Muñoz, J., Arnoldi, D., Rosso, F., Rizzoli, A. 
(2012): Blood meal analysis, flavivirus screening, and influence of 
meteorological variables on the dynamics of potential mosquito vectors of 
West Nile virus in northern Italy. Journal of Vector Ecology 37(1): 20–28. 

Rossati, A., Bargiacchi, O., Kroumova, V., Garavelli, P. L. (2015): The mosquito-
borne viruses in Europe. Recenti progressi in medicina 106(3): 125-130. 

Sambri, V., Capobianchi, M., Charrel, R., Fyodorova, M., Gaibani, P., Gould, E., 
Varani, S. (2013): West Nile virus in Europe: emergence, epidemiology, 
diagnosis, treatment, and prevention. Clinical Microbiology and Infection 
19(8): 699-704. 

Savage, H.M., Ceianu, C., Nicolescu, G., Karabatsos, N., Lanciotti, R., 
Vladimirescu, A., Laiv, L., Ungureanu, A., Romanca, C., Tsai, T.F. (1999) 
Entomologic and avian investigations of an epidemic of West Nile fever in 
Romania in 1996, with serologic and molecular characterization of a virus 
isolate from mosquitoes. American Journal of Tropical Medicine and 
Hygiene 61: 600-611. 

Schaffner, F., Angel, G., Geoffroy, B., Hervy, J.P., Rhaiem, A., Brunhes. J. (2001): 
The mosquitoes of Europe. IRD Editions. CD-ROM, Paris. 

tel:2819104315


Mosquitoes and their arboviruses in Cluj-Napoca 
 

29 

Scott, J.J., Crans, S.C., Crans, W.J. (2001): Use of an infusion-baited gravid trap 
to collect adult Ochlerotatus japonicus. Journal of the American Mosquito 
Control Association 17: 142-143. 

Sebesta, O., Halouzka, J., Hubálek, Z., Juricová, Z., Rudolf, I., Sikutová, S., 
Reiter, P. (2010): Mosquito (Diptera: Culicidae) fauna in an area endemic for 
West Nile virus. Journal of Vector Ecology 35(1): 156–62. 

Sivaram, A., Barde, P.V., Gokhale, M.D., Singh, D.K., Mourya, D.T. (2010): 
Evidence of co-infection of chikungunya and densonucleosis viruses in 
C6/36 cell lines and laboratory infected Aedes aegypti (L.) mosquitoes. 
Parasites and Vectors 3(1): 95. 

Török, E., Tomazatos, A., Cadar, D., Horváth, C., Keresztes, L., Jansen, S., 
Becker, N., Kaiser, A., Popescu, O., Schmidt-Chanasit, J., Jöst, H., Lühken, R. 
(2016): Pilot longitudinal mosquito surveillance study in the Danube Delta 
Biosphere Reserve and the first reports of Anopheles algeriensis Theobald, 
1903 and Aedes hungaricus Mihályi, 1955 for Romania. Parasites and Vectors 
9(1): 196. 

Tóth, S. (2004): Magyarország csípöszúnyog-faunája (Diptera: Culicidae). 
Somogy Megyei Múzeumok Igazgatósága, Kaposvár. 

Tsai, T.F., Popovici, F., Cernescu, C., Campbell, G.L., Nedelcu, I. (1998): West 
Nile encephalitis epidemic in southeastern Romania. The Lancet 352: 767–71. 

Ungureanu, A., Romanca, C., Tsai, T.F. (1999): Entomologic and avian 
investigations of an epidemic of West Nile fever in Romania in 1996, with 
serologic and molecular characterization of a virus isolate from mosquitoes. 
American Journal of Tropical Medicine and Hygiene 61:600-11. 

Williams, G. M., Gingrich, J. B. (2007): Comparison of light traps, gravid traps, 
andresting boxes for West Nile virus surveillance. Journal of Vector Ecology 
32(2): 285-291. 

 
 

 
 
 
 




