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Endosymbiotic bacterial diversity associated with corn leaf aphid, Rhopalosiphum maidis Fitch (Hemiptera: Aphididae)
populations under different maize management systems - preliminary study
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Table S1. Bacterial community associated with corn leaf aphids (R. maidis) under different management systems.

Genus T2_1 T2_2 T2_3
Sequences numbers

Buchnera 68,999 43,980 54,742
Enterobacteriaceae_unclassified 14,706 23,991 16,289
Sphingomonas 18 44 132
Pseudomonas 3 243 30,999
Candidatus_Moranbacteria_ge 16 845 18
Moellerella 16 3 12
Fimbriimonadaceae_ge 4 0 0
Hymenobacter 4 0 0
Chryseolinea 3 7 0
Halomonas 3 0 0
Lachnospira 3 0 0
Salipaludibacillus 3 1,505 7
Acidobacteria_unclassified 2 0 0
Brochothrix 2 0 0
Burkholderiaceae_unclassified 2 65 5
Candidatus_Kaiserbacteria_ge 2 17 0
Nitrospira 2 3 0
Pedomicrobium 2 6 0
Pedosphaeraceae_ge 2 28 0
Ruminococcaceae_unclassified 2 3 0
Skermanella 2 0 0
Haliangium 1 5 0
Qipengyuania 1 0 0
Absconditabacteriales_(SR1)_ge 0 12 0
Acetobacter 0 6 0
Acholeplasma 0 2 0
Acidaminococcus 0 8 0
Acidimicrobiia_unclassified 0 3 0
Acinetobacter 0 3 0
Alcanivorax 0 4 2
Alphaproteobacteria_unclassified 0 6 2
Alteromonadaceae_unclassified 0 4 0
Aminicenantales_ge 0 2 0
Anaerocella 0 11 0
Anaerovibrio 0 8 0
Anaerovorax 0 2 0
Anoxybacillus 0 16 0
Arcobacter 0 41 0
Aridibacter 0 3 0
Arsenicitalea 0 17 0
Azoarcus 0 5 0
Azospirillum 0 6 0
Babeliales_ge 0 3 0
Bacillaceae_unclassified 0 2 0
Bacteria_unclassified 0 89 3
Bacteroides 0 11 0
Bacteroidetes_vadinHA17_ge 0 8 0
Bacteroidia_unclassified 0 11 0
Bauldia 0 0 2
Bergeyella 0 0 4
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T22

T2_3

Sequences numbers

Berkelbacteria_ge
Blastocatellaceae_unclassified
Bosea

Brachybacterium
Bradyrhizobium

Brevundimonas

Bryobacter

Caldicoprobacter

Caldisericum
Candidatus_Adlerbacteria_ge
Candidatus_Azambacteria_ge
Candidatus_Buchananbacteria_ge
Candidatus_Collierbacteria_ge
Candidatus_Endomicrobium
Candidatus_Falkowbacteria_ge
Candidatus_Jidaibacter
Candidatus_Kerfeldbacteria_ge
Candidatus_Magasanikbacteria_ge
Candidatus_Nomurabacteria_ge
Candidatus_Omnitrophus
Candidatus_Peribacteria_ge
Candidatus_Solibacter
Candidatus_Thiosymbion
Candidatus_Uhrbacteria_ge
Candidatus_Woesebacteria_ge
Caproiciproducens
Carnobacterium
Christensenellaceae_R-7_group
Chromatocurvus
Chryseobacterium
Chthonomonadales_ge
Cloacibacterium
Cloacimonadales_ge
Cloacimonadales_unclassified
Clostridiales_vadinBB60_group_ge
Clostridium_sensu_stricto_12
Corynebacteriaceae_unclassified
Corynebacterium_1
Cyanobium_PCC-6307
Cytophaga

Desulfobacca

Desulfosporosinus
Desulfovibrionaceae_unclassified
Desulfurivibrio
Desulfuromonadales_unclassified
Donghicola

Dongia

Elusimicrobium
Erysipelotrichaceae_UCG-004
Ferribacterium

Ferruginibacter

Fimbriiglobus

Flaviflexus

Flavitalea

Flavobacterium

Fluviicola
Gammaproteobacteria_unclassified
Gemmatimonadaceae_unclassified
Geobacter

Gillisia

Gracilibacter

Gracilibacteria_ge
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Genus T2_1 T2 2 T2 3
Sequences numbers
Haloplasma 0 3 0
Hirschia 0 2 0
Idiomarina 0 5 0
Kribbella 0 1 0
Lacunisphaera 0 10 0
Latescibacteria_ge 0 7 0
Lawsonella 0 0 4
Lentimicrobiaceae_ge 0 3 0
Limnochordaceae_ge 0 2 0
Loktanella 0 3 0
Luteimonas 0 0 2
Luteolibacter 0 2 0
Macellibacteroides 0 15 0
Magnetospirillum 0 3 0
Malikia 0 36 0
Margulisbacteria_ge 0 2 0
Maribacter 0 2 0
Marinimicrobia_(SAR406_clade)_ge 0 6 0
Marinobacter 0 4 0
Marivita 0 2 0
Megasphaera 0 5 0
Methylobacter 0 2 0
Methylotenera 0 5 0
Micavibrionales_unclassified 0 1 0
Microbacteriaceae_unclassified 0 2 3
Microbacterium 0 0 15
Micrococcaceae_unclassified 0 35 0
Micrococcus 0 0 5
Microcoleus_PCC-7113 0 5 0
Micromonosporaceae_unclassified 0 1 0
Myroides 0 4 0
Nannocystis 0 3 0
Nonlabens 0 3 0
Ohtaekwangia 0 6 0
Omnitrophicaeota_ge 0 10 0
Opitutus 0 6 0
Oxyphotobacteria_unclassified 0 2 0
Paenisporosarcina 0 31 0
Paracoccus 0 3 3
Parapusillimonas 0 0 19
Parcubacteria_ge 0 4 0
Parcubacteria_unclassified 0 10 0
Pedobacter 0 7 34
Pedosphaeraceae_unclassified 0 4 0
Phaeodactylibacter 0 6 0
Phormidesmiales_unclassified 0 0 2
Pirellula 0 11 2
Planctomicrobium 0 2 6
Pontibacter 0 3 0
Prevotella 0 2 0
Prevotella_9 0 11 0
Prevotellaceae_UCG-004 0 8 0
Prevotellaceae_unclassified 0 2 0
Pricia 0 2 0
Proteiniphilum 0 9 0
Pseudoalteromonas 0 2 0
Pseudolabrys 0 3 0
Pseudomonadaceae_unclassified 0 5 25
Pseudoxanthomonas 0 4 0
Puniceicoccaceae_unclassified 0 3 0
Rahnella 0 0 2
Reyranella 0 1 0
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Rhizobiaceae_unclassified
Rhizobiales_unclassified
Rhodobacteraceae_unclassified
Rhodocyclaceae_unclassified
Rhodoplanes
Rikenellaceae_RC9_gut_group
Rokubacteriales_ge
Roseimaritima
Ruminiclostridium_1
Saccharimonadales_ge
Salegentibacter
Sandaracinaceae_unclassified
Sandaracinus

Savagea

Sedimentibacter

Serratia

Smithella

Solibacteraceae_(Subgroup_3)_unclassified

Sphingobacteriales_unclassified

Sphingomonadaceae_unclassified

Sphingopyxis
Spirochaeta_2
Streptomyces
Sulfuricurvum
Syntrophomonas
Syntrophus
Thermobacillus
Thermobifida
Thermodesulfobacterium
Thermomonospora
Thermopolyspora
Thermus

Thiobacillus

Variovorax
Victivallales_ge
Victivallales_unclassified
Victivallis
Xanthobacteraceae_unclassified
Zymophilus
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